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Interplay between DNA-Damage Response and Recombinant
Adeno-Associated Virus Vector in Host Cells

PENG Jun-chun, DIAO Yong, LI Zhao-fa,
WANG Qi-zhao, LYU Ying-hui

(School of Biomedical Sciences, Huaqiao University, Xiamen 361021, China)

Abstract: The article mainly discusses the connection between the mechanism of DNA repair in cells and the recombinant
AAV (rAAV) vectors, and explores the methods for improving the efficiency of rAAV vectors expression and gene targe-
ting by regulating the mechanism of DNA repair in host cells, thus more likely to increase the rAAV vectors gene expres-
sion.
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