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Advances in Real-Time Quantitative PCR Technology for
Quality Control of Recombinant Adeno-Associated Virus

XIAO Gui-qing, YANG Hui-yong, DIAO Yong

(Institute of Molecular Medicine, Huaqiao University, 362021 Quanzhou, China)

Abstract: This paper reviews the application achievement of real-time quantitative PCR (qPCR) technology in the re-

combinant adeno-associated virus genome titer determination and its application in rAAVs' quality control, including in-

fectious titer and contamination rate of rcAAV. The current several problems of qPCR technique, such as relatively nar-

row application range, easy to cause systemic errors and be interfered by rAAV impurity, are analyzed and discussed on

better countermeasures.

Keywords: recombinant adeno-associated virus; genome titration; real-time quantitative PCR; gene therapy
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