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Tab.1 Morphology and hemolysis on the isolated bacteria
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Fig.1 Morphology of BC-2 bacterium
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Tab. 2 Statistical table of the infection and death of the tilapia

Np/FE

"5 Ni/fe 12h 22h 34h 44h 54h 64h 76h 8 h 98h 108 h 120 h 130 h 142 h 7/%
BC-1 5 0 0 1 1 0 0 0 0 0 0 0 0 0 40
BC-2 5 1 1 1 1 0 0 0 0 0 0 0 0 0 80
BC-3 5 0 0 1 1 0 0 0 0 0 0 0 0 0 40
BC4 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0

BC-5 5 0 0 0 1 0 0 0 0 0 0 0 0 0 20
BC-6 5 0 0 0 1 0 0 0 0 0 0 0 0 0 20
BC-7 B 0 0 1 1 0 0 0 0 0 0 0 0 0 40
BC-8 5 0 0 0 1 0 0 0 0 0 0 0 0 0 20
BC-9 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0

BC-10 B 0 0 1 0 0 0 0 0 0 0 0 0 0 20
BC-11 5 0 0 1 1 0 0 0 0 0 0 0 0 0 40
BC-0 5 0 0 0 0 0 0 0 0 0 0 0 0 0

BC-00 5 0 0 0 0 0 0 0 0 0 0 0 0 0

() HA (b) BC-2 1 Ji& Y
B2 TP AR MR E R
Fig. 2 Symptom of dead tilapia
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Fig. 3 Structural changes of different tissues for the infected tilapia
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Tab.4 Examination of physiology and biochemistry for selected bacterium
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983 Bacillus cereus(EF473136.1)
1.000 Bacillus sp.(EU584537.1)
562 { Bacillus cereus(HQ143564.1)
536 Bacillus cereus(HQ388814.1)
135 Bacterium(HQ873708.1)

289 Bacillus sp.(FJ228153.1)
{ Uncultured Bacillus sp.(F1863099.1)
28 pacilius sp(FI228152.1)

— Bacillus sp.(EU621383.1)
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[ Bacillus cereus(DQ420176.1)
972 BC-2(JN230702)

Kl 4 H4E BC-2 16S rDNA J7 51 44 1 19 3 Ge i fb i
Fig. 4 Phylogenetic tree based on sequences of BC-2 16S rDNA
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Isolation, Identification and Histopathologic Observation of
a Pathogen from Hemorrhage Tilapia

WANG Zhong-min, HUANG Hui-li

(College of Chemical Engineering, Huaqgiao University, Xiamen 361021, China)

Abstract: A highly pathogenic bacterium (No. BC-2) was isolated from the infected hemorrhage tilapia. Combination of
the colonial morphology observation, the biochemistry test and 16S rDNA sequencing, the highly pathogenic bacterium
was determined as Bacillus cereus, which could cause tilapia dead. Then infective test was carried out to normal tilapias
with different concentrations of the pathogen, and the qualitative probability data analysis results showed that the loga-
rithmic concentration of LDs, was 7. 534 8 with the confidence interval 95% when the infective concentration was 3. 4 X
107 cfu « mL~'. After observing the pathological structure of different tissue and organ sections from infected tilapia, we
found gill and intestine were the most evident lesion parts.

Keywords: tilapia; Bacillus cereus; hemorrhage; tissue section; pathology
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