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Fig. 1 Catalytic reaction mechanism of NOX-1 from Acholeplasma laidlawii
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Fig. 2 Role of free FAD in the catalytic reaction of NOX-1 from Thermus aquaticus
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Fig. 3 Mechanism of H, O-forming NADH oxidase from Streptococcus faecalis
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Recent Progress in Research of NADH Oxidase

QING San-hong', FANG Bai-shan®

(1. Key Laboratory of Industrial Biotechnology of Fujian Province, Huaqiao University, Quanzhou 362021, China;

2. College of Chemistry and Chemical Engineering, Xiamen University, Xiamen 361005, China)

Abstract: NADH oxidase is a kind of oxidoreductase which catalyzes the oxidation conversion from NADH to NAD™"
along with the oxygen consumption. As it can be applied in NAD" recycling, NADH oxidase becomes a significant regu-
latory enzyme used in the artificial regulation of microbial metabolism flow. This paper reviewed the classification of
NADH oxidase, its physical and chemical properties and the reaction mechanisms. This paper also analyzed some impor-
tant physiological functions of NADH oxidase such as it can alleviate the oxygen toxicity in cells and intervene in cell me-
tabolism, as well as it can adjust cell physiology and metabolism.

Keywords: NADH oxidase; NAD™ recycling; oxygen metabolism enzyme; intracellular oxygen balance
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