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Isolation and (haracterization of Aniline Blue-Degrading Bacteria

WU Chu, WANG Hui, ZHENG Tian-ling
(School of Life Sciences, Xiamen University, Xiamen 361005, China)

Abstract: A strain WZR-B was domesticated, screened and isolated from a contaminative river, which can utilize aniline
blue as the sole carbon and energy source for growth. It was preliminarily identified as P seudomonas aeruginosa based on
morphological, physiological and biochemical features and 16Sr DN A sequence. The effects of dye mass concentration,
pH value and temperature on the grow th of this strain and its degradation ability was studied. T he results suggested that
the optimum mass concentration for anline blue decolorization was 200 mg* L~', the optimum pH and temperature for
decolorization were 6.5 and 30 C, respectively. Residual total organic carbon (TOC) analysis suggested that the TOC re-
moval rate was greater than 80% and the aniline blue decolorization rate reached 83%, the strain can not only decolored
aniline blue but also mineralized it.
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