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Locus# CDS Acc - No Initiation Start
ABO000095 # 2 AB000095 CCCCCCTGGGGA GGAA GGCGA T GGCCCCT GCGA
AB000099 # 2 AB000099 TAACTCACCCATGTGTGTCCATGTCGTTAATCA
AB000114 # 2 AB000114 ACA GGAAAAAAAAAAAGAAGATGGGTTTTTTAA
ABO000115 # 2 AB000115 ATGGAGGTAGCATTGAAGATATGGTTGAAAGAT
Term Stop Len GC3 Nc CMB GIO
CCGGCCCCTCTGA GCCTGGGTCT 1542 0.785 40.1  0.840 Gl 12924601
CCCATCAACCTGAA GGCA TAAAC 357 0.461 52.5 0.743 Gl :3090432
AAATCAA GAA TAGCAA GAAACTA 1266 0.277 49.7 0.694 Gl :1769800
GCCCTGCATTTGAGATAAGTTGC 1242 0.339 52.0 0.701 Gl :1769802
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1 :BYS 107

G
1 rowis: a=147 t=80 c=49 g=36 =5 # Pa=0.471 P.=0.256 P.=0.157 Py=0.1150 # W =0.303
2 rowis: a=154 t=60 c=67 g=31 I=5 # P.=0.494 P =0.192 P.=0.215 Py=0.0994 # W =0.346
3 rowis: a=132 t=73 c=75 =32 1=5 # P,=0.423 P;=0.234 P.=0.240 Py=0.1030 # W=0.208
4 rowis: a=162 t=63 c=58 g=29 |=5 # P.=0.519 P=0.202 P.=0.186 Py=0.0929 # W=0.414
5 rowis: a=146 t=71 c=60 g=35 I=5 # P,=0.468 Pi=0.228 P.=0.192 Py=0.1120 # W=0.281
6 rowis: a=164 t=71 c=50 g=27 |1=5 # P.=0.526 P1=0.228 P.=0.160 Py=0.0865 # W =0.445
7 rowis: a=164 t=61 c=58 g=29 |=5 # P.=0.526 P.=0.196 P.=0.186 Py=0.0929 # W=0.431
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The Design of BYSJ Software and Its Application to
Bioinfor mation Processing
Zhang Guangya Zheng Lanxiang Fang Baishan

(College of Material Science and Engineering, Huagiao Universty, 362021, Quanzhou, China)

Abgract  In the course of bioinformation processing, it is necessary to desgn some small software for sequence analysis
in answering specificinquiry. BYSJ isjust the software designing for processng enormousinitial data, which are obtained
from Transterm database. The authors describe the format of thefilein Transterm database and on this bass, explain the
design objective, implementation principle, source code of BYS) software and al s its fanction and usage. Thisis a suc
cesq ul attempt of software development in the field of bioinformatics.
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