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Directed Evolution of Enzymesin Vitro( )
Display Technology and Its Application
Xia Qirong Fang Baishan Hong Yan

(College of Material Science and Engineering, Huagiao Universty, 362021, Quanzhou, China)
Abgtract  With the ability of conveniently assaying and analyzing a large number of mutated proteinsin a high-through-
put way , display systemsof librariesof mutated proteinsor peptideson phage or some biological resources have been used
to improve proteins and enzymes. In this article, we review recent studies on display technology , which include not only
the principles and methods of phage display , cell-surface display , ribosome display and mRNA display , but also their ap-
plication in aspect of directed evolution of enzymes.
Keywords display technology , enzyme, directed evolution, phage, cell surface, ribosome, mRNA



