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Application of Clugering Algorithmsto the Analysis of
Gene Expression Data
Zhu Chan Xu Long el

(Qollege o Irformetion Science and Techrology , Jinan Universty , 510632, Quangzhou, Ching)

Abgract  Qugering agorithms have become increasngy inportant in andyzing and procesing gene expresson data. Severd typica
clugering methods are described here. After edimeating the characterigic of dlustering methods in procesdng gene expresson data, sme
drategesfor its inprovement are proposed; and the trend of gpplying cludering dgorithms to bioirformatics is pointed out.
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